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Most important awards, prizes and academies
Dr. Collins is an elected member of the U.S. National Academy of Medicine and the National
Academy of Sciences. In recognition of his revolutionary contributions to genetic research, he was
awarded the Presidential Medal of Freedom in 2007 and the National Medal of Science in 2009. In
2020, he was elected a Foreign Member of the Royal Society (UK) and named the 50th winner of
the Templeton Prize, which celebrates scientific and spiritual curiosity.

Summary of scientific research
Dr. Collins was appointed the 16th Director of the U.S. National Institutes of Health (NIH) by
President Barack Obama and sworn in on August 17, 2009. In 2017, President Donald Trump
asked Dr. Collins to continue to serve as the NIH Director, and President Joseph Biden did the
same in 2021.  In this role, he oversees the work of the largest supporter of biomedical research in
the world, spanning the spectrum from basic to clinical research. Prior to that, he served as
Director of NIH’s National Human Genome Research Institute from 1993-2008. Collins is a
physician-geneticist noted for his landmark discoveries of disease genes and his leadership of the
international Human Genome Project, which culminated in April 2003 with the completion of a
finished sequence of the human DNA instruction book. In addition to his contributions to genetic
research and scientific leadership, Collins is known for his close attention to ethical and legal



issues in biomedical research. He has been a strong advocate for protecting the privacy of genetic
information and served as a national leader in efforts to guard against gene-based discrimination
in employment and health insurance. Building on his experiences as a physician volunteer in a
rural missionary hospital in Nigeria, Collins is also interested in opening avenues for biomedical
research to benefit the health of people living in developing nations.
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