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The aim of the Pontifical Academy of Sciences, which was founded
on 28 October 1936 by the Holy Father Pius XI, is to honour pure
science, wherever this may be found, to ensure its freedom, and to
support the research essential for the progress of applied science.

On 28 October 1961, on the occasion of the 25t anniversary of the
foundation of the Pontifical Academy of Sciences, the Holy Father John
XXI1I established the Pius XI Gold Medal in honour of the founder of
the Academy. The medal should be awarded to a young scientist who
has already gained an international reputation.

The Council of the Academy unanimously decided to award the
“Pius XI Gold Medal” for the year 2026 to

PrROF. FENG ZHANG

in recognition of his great merits as a scholar and the important
contribution of his research to scientific progress.












FENG ZHANG









Full Name: Feng Zhang
Scientific Discipline: Biology

Current Professional Activity:
Investigator, Howard Hughes Medical Institute Core Member, Broad
Institute of MIT and Harvard Investigator, McGovern Institute for
Brain Research, MIT James and Patricia Poitras Professor in
Neuroscience, MIT Departments of Brain and Cognitive Sciences and
Biological Engineering, MIT

Date of Birth: October 22, 1981

Place of Birth: Shijiazhuang (Hebei Province, China)

Academic Qualifications:
2000 -2004 A.B., Chemistry and Physics, Harvard College, Cambridge, MA
2004 — 2009  Ph.D., Chemistry, Stanford University, Stanford, CA

MEMBERSHIP OF PROFESSIONAL SOCIETIES

2016 — Genetics Society of America
2013 - American Society for Gene and Cell Therapy
2005 — Society for Neuroscience
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Elected Associate Member, The EMBO Membership

National Medal of Technology and Innovation

Elected Fellow, American Academy of Microbiology

Elected Member, National Academy of Medicine

Edward Novitski Prize, Genetics Society of America

Richard Lounsbery Award, National Academy of Sciences

Elected Fellow, National Academy of Inventors

Keio Medical Science Prize

Harvey Prize

Elected Member, National Academy of Sciences

Elected Member, American Academy of Arts and Sciences

Vilcek Prize for Creative Promise in Biomedical Science
Lemelson-MIT Prize

Albany Medical Center Prize in Medicine and Biomedical Research
Blavatnik Award for Young Scientists — National Award Winner
Young Global Leader — World Economic Forum

Tang Prize

Canada Gairdner International Award

Tsuneko and Reiji Okazaki Award

Society for Neuroscience Young Investigator Award

Searle Scholar

Perl/lUNC Neuroscience Prize

Nature Medicine/Roche Junior Award for Translational Neuroscience
Junior Fellowship, Society of Fellows, Harvard University

Larry M. Katz Award at Cold Spring Harbor Laboratories for Best Graduate Thesis
Third Place, Intel Science and Talent Search

Pinnacle Award, Intel International Science and Engineering Fair



BRIEF ACCOUNT OF SCIENTIFIC ACTIVITY

I am a molecular biologist focused on developing and applying novel molecular
technologies for studying and improving human health. My studies explore biological
diversity with the goals of understanding nature and discovering systems and processes
within nature that may be harnessed through bioengineering.

| played an integral role in the development of two revolutionary molecular
technologies: optogenetics, which lets researchers control neurons with light to learn
more about how the brain works, and CRISPR-Cas9-based gene editing, which allows
researchers to make precise changes to the DNA in living cells. With my team, | have
adapted multiple other CRISPR systems for use as genome and transcriptome
engineering tools, as well as developed a number of applications of CRISPR systems
including high-throughput genome screening, gene insertion, and detection of nucleic
acids.

My long-term goal is to develop novel therapeutic strategies for complex diseases
without a single underlying genetic change. Tackling brain diseases, specifically, has
been a goal since college, when he saw friends suffering from severe mental illness.
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E & Zhang F. Mammalian retrovirus-like protein PEG10 packages its own mRNA
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Risk Genes. Science (2020).
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Macrae R, Faure G, loannidi E, Krajeski R, Bruneau R, Huang M-L, Yu X, Li J,
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F. Detection of SARS-CoV-2 with SHERLOCK one-pot testing. New England
Journal of Medicine (2020).
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Kirchgatterer P, Cox D & Zhang F. A cytosine deaminase for programmable
single-base RNA editing. Science (2019).
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F. RNA-guided DNA insertion with CRISPR-associated transposases. Science
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RNA editing with CRISPR-Cas13. Science (2017).
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A, Koonin E, Hung D, Sabeti P, Collins J & Zhang F. Nucleic acid detection with
CRISPR-Cas13a/C2c2. Science (2017).

Sanjana N, Wright J, Zheng K, Shalem O, Fontanillas P, Joung J, Cheng C, Regev
A & Zhang F. High-resolution interrogation of functional elements in the
noncoding genome. Science (2016).

Habib N, Li Y, Heidenreich M, Swiech L, Avraham-Davidi I, Trombetta J, Hession
C, Zhang F* & Regev A*. Div-Seq: Single-nucleus RNA-Seq reveals dynamics of
rare adult newborn neurons. Science (2016).
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RNA-targeting CRISPR effector. Science (2016).

Tabebordbar M, Zhu K, Cheng J, Chew W, Widrick J, Yan W, Maesner C, Wu E,
Xiao R, Ran F, Cong L, Zhang F, Vandenberghe L, Church G & Wagers A. In vivo
gene editing in dystrophic mouse muscle and muscle stem cells. Science (2015).
Nelson C, Hakim C, Ousterout D, Thakore P, Moreb E, Castellanos Rivera R,
Madhavan S, Pan X, Ran F, Yan W, Asokan A, Zhang F, Duan D & Gersbach C.
In vivo genome editing improves muscle function in a mouse model of Duchenne
muscular dystrophy. Science (2015).

Slaymaker I, Gao L, Zetsche B, Scott D, Yan W & Zhang F. Rationally engineered
Cas9 nucleases with improved specificity. Science (2015).

Canver M, Smith E, Sher F, Pinello L, Sanjana N, Shalem O, Chen D, Schupp P,
Vinjmaur D, Garcia S, Luc S, Kurita R, Nakamura Y, Fujiwara Y, Maeda T, Yuan
G, Zhang F*, Orkin S* & Bauer DE*. Dissection of BCL11A enhancer by Cas9-
mediated in situ saturation mutagenesis. Nature (2015).
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RNA-guided endonuclease of a Class 2 CRISPR-Cas system. Cell (2015).
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